MIMPP -  Minimum Information to describe a Mouse Phenotyping Procedure 
Status of the draft
This draft describes the “Minimum Information to describe a Mouse Phenotyping Procedure” project which was initiated by the InterPhenome consortium [johns paper]. The aim of this draft is to bring together all the ideas that have been discussed for MIMPP into a single document that can be reviewed by the consortium and other interested parties for further comment and discussion with the aim of getting databases to adopt these guidelines for the submission of procedures or  their data to a database.
Please contact Ann-Marie Mallon (a.mallon@har.mrc.ac.uk) or John Hancock (j.hancock@har.mrc.ac.uk)  with any comments.
Further information is also available at http://www.interphenome.org
Background

Understanding the functions encoded in the mouse genome will be central to an understanding of the genetic basis of human disease. To achieve this it will be essential to be able to characterize the phenotypic consequences of variation and alterations in individual genes. Data on the phenotypes of mouse strains are currently held in a number of different forms (detailed descriptions of mouse lines, first-line phenotyping data on novel mutations, data on the normal features of inbred lines) at many sites worldwide. 
To understand the data from a phenotyping procedure, analyse the data or compare with other similar datasets it is crucial to know how the data was generated.  Phenotyping data should be accompanied by contextualising metadata making explicit how and in what conditions the data was generated.  

objectives
In February 2006, a number of representatives involved in producing or collating mouse phenotype data met to discuss how mouse phenome databases could be integrated.  Three major priorities were identified by this consortium; 
Requirement for standards for describing phenotyping protocols (procedures), Requirement for data exchange technologies and a requirement for phenotype ontologies.  
This document aims to describe discussions and work to date in addressing the first two objectives of developing standards and data exchange formats for reporting a mouse phenotyping procedure.  At this stage the process is ongoing and needs to be supported by the wider mouse genetics and phenotyping communities to succeed. We invite interested parties to contact us as we develop this process further.
The aims are that the description of the minimal information will be implementation independent, although data formats described to data can be utilized.

The overall aim would be to have MIMPP compliant public repositories for capturing and storing mouse phenotype data.

Benefits…

The MIMPP standard
The aim is to propose reporting guidelines for the minimum information that should be reported about a mouse phenotyping procedure to enable unambiguous interpretation and comparison of the data and to allow the data to be shared through communal resources.  The MIMPP standard is composed of three high level modules.
General Modules

Source, Documentation, Purpose

Experiment Modules
 
Experimental Method

Data Modules


Description of data generated and analysis
*********description of these three modules*****************
Information modules and minimum information

This section aims to describe the proposed minimum information to be reported for each of the three major modules.  It is assumed that this minimum information may change and it is all open for discussion
General Modules
Procedure Source
· Name: author or submitter
· Center/Affiliation
· Address 
· E-mail
· ProcedureID

Procedure Title

· Name
Procedure Purpose

· Description : description of what the procedure aims to measure
· Ontology Annotation : ontology annotation of the broad phenotypic categories the procedure aims to measure
Procedure Documentation

· Bibliographic reference : citation or supporting evidence material relating to the phenotyping procedure
· URL : link of the supporting material

Pipeline Description

· Pipeline Name : if the procedure was performed as part of a pipeline, description of the pipeline is required
· Pipeline ID
Experiment Modules

Experimental Subject Description

· Strain Name
· DOB

· Sex
· Gene Name

· Gene ID

· Allele Type

· Allele Name

· Cohort ID
Technical Requirements 
· Equipment Name

· Equipment Manufacturer

· Equipment Model
Protocol
· Protocol name
· Protocol description
Housing Conditions [ housing conditions in which the procedure was performed]
· Temperature

· Humidity

· Air Changes (Number per hour)

· Relative Pressure

· Light Levels (lux)

· Light – Time on

· Light – Time off

· Dawn Period (minutes)

· Dusk Period (minutes)

· Feed Source

· Feed Name

· Water pH

· Cage Litter

· Cage Bedding

· Cage Enrichement

· Cage make and model

· Cage size (width, length & height)

· Noise Level (dB)

Husbandry Conditions

data modules
Measured Parameters

· Parameter Name

· Parameter ID

· Parameter Abbreviation

· Increment Value

· Units

· Datatype

· Options

· Bounds

Dervied Parameters
· Parameter Name

· Parameter ID

· Parameter Abbreviation

· Increment Value

· Units

· Datatype

· Options

· Bounds

Ontology Annotations

· Measured Phenotype

· Inferred Phenotype

Quality Control Analysis

Data Processing


MIMPP data model

Currently a number of XML schema data models have been developed including PPML and PDML.

PPML – XML schema to describe a phenotyping procedure

PDML – XML schema to describe data from a phenotyping procedure.

Ideally these should be one data model, so as the procedure metadata gets reported with the data???
******need to rework these into one data model*************
